In the title compound, C 17 H 12 N 4 O 2 , the mean plane of the pyrazole ring is nearly perpendicular to that of the tetrahydroquinoxalinedione moiety [dihedral angle = 86.92 (7) ]. The phenyl ring is disordered over two orientations in a 0.556 (4):0.444 (4) ratio. In the crystal, molecules are connected by bifurcated N-HÁ Á Á(N,O) and N-HÁ Á Á(O,O) hydrogen bonds, generating (100) sheets. Aromaticstacking [shortest centroid-centroid separation = 3.5307 (8) Å ] links the sheets into a three-dimensional network. A short NÁ Á ÁO contact [2.8198 (19) Å ] is present.
Structure description
Quinoxaline derivatives have various biological activities including antibacterial (Kleim et al., 1995) , antimicrobial (Vieira et al., 2014) and anticancer (Noolvi et al., 2011) properties. As part of our studies in this area, we now describe the synthesis and structure of the title compound (Fig. 1) .
The phenyl ring attached to C11 is rotationally disordered over two orientations in a 0.556 (4):0.444 (4) ratio. The dihedral angle between the orientations is 26.6 (4) . The dihedral angle between the mean planes of the C1-C6 and C1,C6,N1,C7,C8,N2 rings is 2. 25 (9) while that between the latter and the mean plane of the C9,C10,C11,N4,N3 ring is 86.34 (4) .
In the crystal, the molecules are linked by N-HÁ Á Á(N,O) and N-HÁ Á Á(O,O) hydrogen bonds and C-HÁ Á ÁO interactions (Table 1) and slipped --stacking interactions (Figs. 2 and 3). The last involve the C9,C10,C11,N4,N3 ring and the C1,C6,N1,C7,C8,N2 ring at x, 3 2 À y, 1 2 + z [centroid-centroid distance = 3.887 (1) Å , dihedral angle = 14.85 (8) ] as well data reports as the latter ring and its counterpart at 1 À x, 1 À y, Àz [centroid-centroid distance = 3.531 (1) Å ].
Synthesis and crystallization
0.01 mol of 3-N-(2-aminophenylamino)-5-phenylpyrazole was dissolved in 80 ml of ethyl oxalate. The reaction mixture was refluxed for 1 h. After cooling, the obtained precipitate was recrystallized from ethanol solution to afford crystals of the title compound.
Refinement
Crystal and refinement data are presented in Table 2 . The pendant phenyl ring is rotationally disordered over two sets of sites in a 0.556 (4):0.444 (4) ratio. The two components of the disorder were refined as rigid hexagons with the H atoms included as riding contributions in calculated positions. Table 1 Hydrogen-bond geometry (Å , ). (ii) Àx þ 1; Ày þ 1; Àz; (iii) Àx þ 1; y À 1 2 ; Àz þ 1 2 .
Figure 2
Detail of the hydrogen bonding (blue and black dotted lines), thestacking interactions (orange dotted lines) and theinteractions of the carbonyl groups with the quinoxaline system (green dotted lines).
Figure 3
Packing projected onto (101) (key to intermolecular interactions as in Fig. 2 ). Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a), SHELXL2014 (Sheldrick, 2015b), DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Sheldrick, 2008) .
Figure 1
The title molecule, with 25% probability ellipsoids. Only the major orientation of the disordered phenyl ring is shown
full crystallographic data IUCrData (2017) . 2 
Special details
Experimental. The diffraction data were obtained from 3 sets of 400 frames, each of width 0.5° in ω, colllected at φ = 0.00, 90.00 and 180.00° and 2 sets of 800 frames, each of width 0.45° in φ, collected at ω = -30.00 and 210.00°. The scan time was 25 sec/frame.
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Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The pendant phenyl ring is rotationally disordered over two sites in a 56:44 ratio. The two components of the disorder were refined as rigid hexagons with the H-atoms included as riding contributions in calculated positions.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0560 (7) 0.0458 (6) 0.0137 (5) 0.0084 (5) 0.0050 (5) O2 0.0826 (9) 0.0582 (7) 0.0371 (6) 0.0166 (6) 0.0151 (6) −0.0036 (5) N1 0.0493 (7) 0.0513 (7) 0.0293 (6) 0.0045 (6) 0.0060 (5) 0.0000 (5) N2 0.0471 (6) 0.0460 (7) 0.0296 (6) 0.0012 (5) 0.0070 (5) 0.0020 (5) N3 0.0521 (7) 0.0532 (8) 0.0319 (6) −0.0088 (6) 0.0013 (5) 0.0048 (5) N4 0.0490 (7) 0.0501 (7) 0.0324 (6) −0.0071 (6) 0.0030 (5) 0.0051 (5) C1 0.0420 (7) 0.0428 (7) 0.0371 (7) −0.0016 (6) 0.0104 (6) 0.0003 (6) C2 0.0545 (9) 0.0577 (10) 0.0477 (9) 0.0102 (7) 0.0100 (7) 0.0074 (7) C3 0.0614 (10) 0.0575 (10) 0.0668 (12) 0.0164 (9) 0.0195 (9) 0.0044 (9) C4 0.0638 (10) 0.0565 (10) 0.0596 (11) 0.0047 (8) 0.0260 (9) −0.0078 (8) C5
0.0525 (9) 0.0563 (9) 0.0424 (8) −0.0007 (7) 0.0138 (7) −0.0060 (7) C6 0.0403 (7) 0.0429 (8) 0.0371 (7) −0.0031 (6) 0.0091 (6) 0.0006 (6) C7 0.0429 (7) 0.0416 (7) 0.0353 (7) −0.0019 (6) 0.0078 (6) 0.0016 (6) C8 0.0488 (8) 0.0397 (7) 0.0343 (7) −0.0007 (6) 0.0112 (6) 0.0012 (6) C9 0.0467 (8) 0.0488 (8) 0.0328 (7) −0.0010 (6) 0.0062 (6) 0.0024 (6) C10 0.0512 (9) 0.0635 (10) 0.0390 (8) −0.0133 (8) 0.0070 (7) 0.0023 (7) (14) C13A-C14A-C15A 120.0 C2-C1-N2 121.96 (13) C13A-C14A-H14A 120.0 C6-C1-N2 118.41 (13) C15A-C14A-H14A 120.0 C3-C2-C1 119.81 (16) C16A-C15A-C14A 120.0 C3-C2-H2 120.5 (11) C16A-C15A-H15A 120.0 C1-C2-H2 119.7 (11) C14A-C15A-H15A 120.0 C2-C3-C4 120.40 (17) C17A-C16A-C15A 120.0 C2-C3-H3 119.1 (13) C17A-C16A-H16A 120.0 C4-C3-H3 120.5 (13) C15A-C16A-H16A 120.0 C5-C4-C3 120.46 (16) C16A-C17A-C12A 120.0
data-6
O1-C7-C8-N2 177.60 (13) C11-C12B-C13B-C14B −178.1 (4) N1-C7-C8-N2 −1.6 (2) C12B-C13B-C14B-C15B 0.0 N4-N3-C9-C10 0.02 (19) C13B-C14B-C15B-C16B 0.0 N4-N3-C9-N2 −179.97 (13) C14B-C15B-C16B-C17B 0.0 C8-N2-C9-N3 83.11 (18) C15B-C16B-C17B-C12B 0.0 C1-N2-C9-N3 −89.94 (18) C13B-C12B-C17B-C16B 0.0 C8-N2-C9-C10 −96.9 (2) C11-C12B-C17B-C16B 178.1 (4) 
